stringgaussnet: from differentially expressed genes to semantic and Gaussian networks generation.
Knowledge-based and co-expression networks are two kinds of gene networks that can be currently implemented by sophisticated but distinct tools. We developed stringgaussnet, an R package that integrates both approaches, starting from a list of differentially expressed genes. henri-jean.garchon@inserm.fr. Freely available on the web at http://cran.r-project.org/web/packages/stringgaussnet.